Note: The small p value for CH1754a 5'-half genome sequences was not due to early occurrence of selection or excessive accumulation of mutations. Instead, it was caused by the fact that there were more sequences than expected having two mutations away from the T/F. This could be either due to an early stochastic event or to the fact that this lineage was originated from two very similar T/Fs (1 mutation away from one another). Because these two scenarios cannot be statistically distinguished, CH1754a was defined as a single lineage. 
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